[bookmark: _GoBack]Appendix C: Response Table

To submit a proposal for consideration, please respond to the following questions using this table. Responses must use a font size ≥11 point and page margins of ≥1 inch) and a maximum of six (6) pages. A downloadable version will be available directly from the site for ease of use.

	Applicant
Name
	

	Topic
	Question
	Response
	Additional Comments

	
	What is your annual
	
	

	
	volume of culture
	
	

	
	positive MTBC?
	
	

	
	
Briefly describe your
	
	

	
	laboratory’s current
	
	

	
	mycobacteriology
	
	

	
	testing algorithm (e.g.,
	
	

	
	AFB smear, nucleic acid
	
	

	
	amplification testing,
	
	

	
	culture, identification,
	
	

	
	DST)
	
	

	Testing
	
	
	

	Algorithm
	Is the time to MGIT
	
	

	
	positivity tracked in
	
	

	
	your laboratory?
	
	

	
	Are growth units
	
	

	
	recorded in your
	
	

	
	laboratory?
	
	

	
	Briefly describe the
	
	

	
	protocol for setting up
	
	

	
	drug susceptibility
	
	

	
	testing in your
	
	

	
	laboratory (e.g.
	
	

	
	subculture from primary
	
	

	
	MGIT).
	
	

	
	Does your laboratory
	
	

	
	currently isolate
	
	

	Isolation of chromosomal DNA from MTBC
	chromosomal DNA from
MTBC?
	
	

	
	Does your laboratory currently isolate
chromosomal DNA from
	
	

	
	other bacterial
	
	

	
	pathogens?
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	What method/kit is
	
	

	
	currently used in your
	
	

	
	TB laboratory for
	
	

	
	isolation of
	
	

	
	chromosomal DNA from
	
	

	
	MTBC?
	
	

	
	How long has your TB
	
	

	
	laboratory been using
	
	

	
	this method/kit for
	
	

	
	isolation of
	
	

	
	chromosomal DNA from
	
	

	
	MTBC?
	
	

	
	How many times per
	
	

	
	month does your
	
	

	
	laboratory isolate
	
	

	
	chromosomal DNA from
	
	

	
	MTBC?
	
	

	
	How many MTBC
	
	

	
	chromosomal DNA
	
	

	
	extractions are
	
	

	
	performed in your lab
	
	

	
	annually?
	
	

	
	Has this method been
	
	

	
	used for existing WGS
	
	

	
	protocols in your
	
	

	
	laboratory and been
	
	

	
	shown to provide DNA
	
	

	
	of sufficient quality and
	
	

	
	quantity?
	
	

	
	If your laboratory has
	
	

	
	no experience with
	
	

	
	MTBC, but does have
	
	

	
	experience with DNA
	
	

	
	isolation from other
	
	

	
	bacterial species, please
	
	

	
	describe this
	
	

	
	experience, including
	
	

	
	your annual specimen
	
	

	
	volume.
	
	

	
	If your laboratory has
	
	

	
	no experience isolating
	
	

	
	chromosomal DNA,
	
	

	
	describe plans for DNA
	
	

	
	extraction and
	
	

	
	validation.
	
	




	














WGS of MTBC
or other bacterial pathogens
	Are NGS libraries made in your TB laboratory or
in a core facility?
	
	

	
	Which kit is used for
WGS library preparation?
	
	

	
	How many times per month are libraries prepared for MTBC WGS? If none for MTBC, how many times per month for other
bacterial pathogens?
	
	

	
	Is WGS for MTBC performed in the TB laboratory? If not,
where?
	
	

	
	Which kit is used for MTBC WGS? If no MTBC
WGS, which kits are used for other bacterial
pathogens?
	
	

	
	How many times per month is WGS performed for MTBC? If none for MTBC, how many times per month for other bacterial
pathogens?
	
	

	
	What is your annual volume for WGS of MTBC or other bacterial
pathogens?
	
	

	
Existing Infrastructure
	Describe existing infrastructure that could be utilized for this project including
equipment.
	
	

	

Staff WGS Experience
	Describe staff experience in WGS methods including isolation of chromosomal DNA and
library preparation.
	
	

	Proposed Study
Specimen Set
	What is the total
number of specimens
	
	




	
	that will be sequenced
	
	

	
	for this project (see
	
	

	
	Appendix A for
	
	

	
	maximum numbers per
	
	

	
	run)?
	
	

	
	Note that a minimum of
	
	

	
	32 MTBC positive MGIT
	
	

	
	cultures is required to
	
	

	
	be considered for this
	
	

	
	award.
	
	

	
	Will specimens be from
	
	

	
	a single jurisdiction or
	
	

	
	multiple jurisdictions? If
	
	

	
	multiple, please list all
	
	

	
	contributors and how
	
	

	
	specimens will be
	
	

	
	shared (e.g., timeliness,
	
	

	
	volume).
	
	

	
	How many MTBC
	
	

	
	positive MGIT cultures
	
	

	
	did each contributing
	
	

	
	jurisdiction have in
	
	

	
	2018?
	
	

	Additional Comments
	
	
	



